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Preface
This volume contains the post-proceedings of the 5th International Workshop
on Static Analysis and Systems Biology (SASB 2014) which took place in Munich,
Germany, on September the 10th, 2014.
The workshop SASB aims at promoting discussions and collaborations between
biologists (modelers), computer scientists and applied-mathematicians interested in
designing or using methods to reduce the complexity of modeling, simulating or
analyzing biological systems.
Static analysis refers to a wide range of techniques for characterizing and iden-
tifying important features from a model without its exhaustive execution. Static
analysis is used for helping the design of models, their validation against experimen-
tal data, and the prediction of behaviors. Static analysis may involve, for instance,
modeling paradigms, such as rule-based modeling, that ease the characterization
of the behaviors of a model; abstractions that prevent a full exploration of the
potential concrete behaviors; algebraic representations and transformations; model
reductions; characterization of dynamical properties with respect to the topology
of the model; etc.
This year, six papers have been selected according to a rigorous refereeing pro-
cess. The selected papers were presented at the workshop together with 2 invited
presentations by Gheorghe Craciun (University of Wisconsin-Madison, USA), and
Fabian Theis (Technical University Mu¨nchen, Germany).
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